1

(MTG)

SPI :
0.003%, 20min; MTG 0.5%, 2.0h
0.005%,

30min; MTG 0.3%, 1.0h

0.005%, 30min; MTG 0.5%, 1.0h,
4226¢p, 36.3%
70.1%, 5.8%

Abstract: Using neutral proteinase and transglutaminase on
SPI, through the single factor experiment and
orthogonal experiment, the optimized conditions of
gelation were determined: the time of neutral
proteinase hydrolyzing was 20minutes, addition was
0.003%, addition of MTG was 0.5%, reaction time
was 2 hours. The optimized conditions of solubility:
hydrolyzing time was 30minutes, addition of neutral
proteinase was 0.005%, addition of MTG was 0.3%,
reaction time was 1.0 hour. The result of orthogonal
experiment: the optimized conditions was that
addition of proteinase was 0.005% ,the time of
hydrolyzing was 30minute;the addition of MTG was
0.5% , reaction time was 1.0hour;the gelation of
products was 4226¢p, increased 36.3% with control;
Solubility was 70.4%,decreased 5.8% with control.

Key words: soybean protein isolate; neutral proteinase;
transglutaminase; functional properties
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